Supplementary Figure 3 a, Gene expression data obtained by qRT-PCR array of genes belonging to Adherens Junctions (PAHS-146Z), ECM and adhesion molecules (PAHS-013Z), Focal adhesions (PAHS-145Z), Hippo Pathway (PAHS-172Z), and mesenchymal stem cells (PAHS-082Z) in shYAP and shTAZ AD-MSCs as compared to the control (CTR).
The data represent the normalized Ct of 2 independent experiments (indicated as 1 and 2). Detailed information of genes is shown in Supplementary Table 1. b, Graph: bar plot representation of up-and downregulated genes in shYAP, shTAZ AD-MSCs and common to both shYAP and shTAZ as compared to the control. The threshold was set to 2.0. Bars represent mean value ± SD. c, Representative confocal images of cells grown onto fibronectin (CTR, shYAP, shTAZ) or N-cadherin (CTR) exposed to adipogenic differentiation. Cells were fixed after 72 hours and stained with Adipored (ADIPO). The graph shows the quantification of lipid vacuoles-containing cells as quantified in 12 random fields. The data represent the mean value  SD of 3 independent experiments. * P< 0,05. Table summarizing The data represent the mean value  SD of 3 independent experiments. **** p<0,0001. e, TAZ expression in WT CAL51 and YAP-deficient clones C3 and C2a. Cells were stained with anti-vinculin (green), anti TAZ (red). Nuclei were counterstained with DAPI.
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